
Table S5. List of adaptor and barcode sequences in PCR primer sets used in this study. 

Name Sequence (5-3) Reference 

Adaptor sequence   

A adaptor CCATCTCATCCCTGCGTGTCTCCGACTCAG 
Roesch et al., 

20071 

B adaptor CCTATCCCCTGTGTGCCTTGGCAGTCTCAG 
Roesch et al., 

2007 

Universal primers   

9F GAGTTTGATCMTGGCTCAG Nam et al, 20112 

541R WTTACCGCGGCTGCTGG Nam et al, 2011 

Sample Barcode (5'-3') 

K1 CTGTCTACG 

K2 TGACTCTG 

K3 CAGCTAGT 

K4 AGCTGTG 

K5 ACACTGTG 

K6 AGTCACTAG 

K7 CAGCATG 

K8 CTGTCTACG 

K9 CGTGTACTG 

K10 ACGTGCAGCG 

K11 AGCTATCGCG 

K12 CTAGCTG 

K13 ATCGTGTG 

K14 ATCACGTGCG 

K15 ATAGCTCTCG 

K16 ATGCTGAG 

K17 CTACACAG 

K18 ACACTGTG 

C1 ATCGTGTG 

C2 TACAGCAG 

C3 CTGTCTACG 

C4 ATGCTGAG 

C5 CGTGTACTG 

C6 TACAGCAG 

C7 AGACAGTACAG 

A1 ATCGTGTG 

A2 TACAGCAG 

A3 CTGTCTACG 

I1 ACACACTAG 

I2 TACGTAGACAG 

I3 CGAGATAGATG 

U1 ACTCGATG 

2 ATCGACAG 

U3 ATGTACACG 
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